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2-Aminoisobutyric acid (Aib) is an achiral, -amino acid having two equivalent methyl groups attached to C. Ex-
tended Aib oligomers are known to have a strong preference for the adoption of a 310-helical structure in the condensed
phase.a Here, we have taken a simplifying step and focused on the intrinsic folding propensities of Aib by looking at a series
of capped Aib oligomers in the gas phase, free from the influence of solvent molecules and cooled in a supersonic expan-
sion. Resonant two-photon ionization and IR-UV holeburning have been used to record single-conformation UV spectra
using the Z-cap as the UV chromophore. Resonant ion-dip infrared (RIDIR) spectroscopy provides single-conformation
IR spectra in the OH stretch and NH stretch regions. Data have been collected on a set of Z-(Aib)n-X oligomers with n =
1, 2, 4, 6 and X = -OH and -OMethyl. The impacts of these capping groups and differences in backbone length have been
found to dramatically influence the conformational space accessed by the molecules studied here. Oligomers of n=4 have
sufficient backbone length for a full turn of the 310-helix to be formed. Early interpretation of the data collected shows
clear spectroscopic markers signaling the onset of 310-helix formation as well as evidence of structures incorporating C7
and C14 hydrogen bonded rings.
aToniolo, C.; Bonora, G. M.; Barone, V.; Bavoso, A.; Benedetti, E.; Di Blasio, B.; Grimaldi, P.; Lelj, F.; Pavone, V.; Pedone, C., Conformation of
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-Aminoisobutyric Acid. Macromolecules 1985, 18, 895-902.
